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TABLE 8B. INHIBITION OF P. AERUGINOSA PAOl BY SMAP29 PEPTIDES ^ 



Peptide Sequence Ionic EC50 

Streng P. aeruginosa PAOl 

th 







(mM) 


l^g/ml ± sem 


|4,M ± sem 


N 


SMAP29 


RGLRRLGRKIAHGVKKYGPT 


25 


0.17 ±0.02 


0.05 ±0.01 


(8) 




VLRinUAG fSEO ID N0:2) 


175 


0.21 ±0.03 


0.06 ±0.01 


(7) 


SMAP29-18 


RGLRRLGRKIAHGVKKYG 


25 


0.43 ± 0.08 


0.21 ±0.04 


(7) 




fSE0IDN0:5) 


175 


0.76 ± 0.09 


0.37 ± 0.05 


(7) 


SMAP29-21 


KIAHGVKKYGPTVLRIIRIAG 


25 


1.09 ±0.16 


0.48 ± 0.07 


(5) 




rSEO DIN0:3) 


175 


16.6 ± 1.41 


7.25 ± 0.62 


(3) 


SMAP29-20 


LGRKIAHGVKKYGPTVLRII 


25 


0.83 ±0.10 


0.37 ± 0.05 


(5) 




fSEO ID N0:4) 


175 


27.3 ± 3.97 


12.3 ± 1.79 


(5) 


SMAP29- 


RGLRALGRKIAHGVKAYG 


25 


0.62 ±0.1 3 


0.32 ± 0.07 


(3) 


18AA 


CSEO ID n6:29) 


175 


7.85 ± 1.16 


4.08 ± 0.87 


(3) 


SMAP29X 


KNLRRIIRKIIHIIKKYGPTILR 


25 


2.74 ±0.65 


0.78 ±0.19 


(4) 




IIRIIG-NH2 fSEO ID NO:28) 


175 


4.51 ± 0.24 


1.29 ±0.07 


(3) 


SMAP29X- 


KNLRRIIRKIIHIIKKYG-NH2 


25 


0.22 ± 0.00 


0.10 ±0.00 


(3) 


18A 


fSEODNO:!) 


175 


0.49 ± 0.02 


0.22 ± 0.01 


(3) 


SMAP29X- 


KNIRRIIRKIIHIIKKYG-NH2 


25 


0.16 ±0.01 


0.07 ± 0.00 


(3) 

\ y 


18B 


(SEO ID N0:6) 


175 


0.54 ± 0.05 


0.24 ± 0.02 


(3) 


SMAP29X- 


KNIRRIIRKIIHIIKKYG (SEQ 


25 


0.24 ± 0.01 


0.11 ±0.00 


(3) 

\ y 


18C 


ID N0:7) 


175 


0.61 ±0.12 


0.27 ± 0.05 


(3) 

\ y 


SMAP29X- 


KNLRRIIRKIIHIIKKYG (SEQ 


25 


0.29 ±0.01 


0.13 ±0.01 


(3) 


18D 


ID N0:8) 


175 


0.58 ± 0.05 


0.26 ± 0.02 


(3) 


SMAP29X- 


NLRRIIRKIIHIIKKY (SEO ID 


25 


0.90 ± 0.54 


0.43 ± 0.26 


(3) 


16A 


N0:9 


175 


1.78 ±0.26 


0.86 ±0.12 


(3) 


SMAP29X- 


NLRRIIRKIIHIIKKY-NH2 


25 


0.75 


0.36 


(1) 


16B 


fSEO ID NO:30) 


175 


3.78 


1.82 


(1) 


SMAP29X- 


NIRRIIRKIIHIIKKY-NH2 


25 


0.65 


0.31 


(1) 


16C 


fSE0IDN0:31) 


175 


• 2.21 


1.07 


(1) 


SMAP29X- 


NIRRIIRKimilKKY CSEO ID 


25 


0.70 ±0.36 


0.34 ±0.17 


(3) 


16D 


NO: 10 


175 


3.64 ± 1.75 


1.75 ±0.84 


(3) 


SMAP29X- 


LRRIIRKIIHIIKK-NH2 (SEQ 


25 


0.23 ± 0.03 


0.13 ±0.02 


(3) 


14A 


ID NO: 11 


175 


1.59 ±0.22 


0.88 ±0.12 


(3) 


SMAP29X- 


LRRIIRKIIHIIKK f SEO ID 


25 


0.55 ± 0.03 


0.30 ± 0.02 


(3) 


14B 


NO: 12 


175 


5.55 ± 0.42 


3.08 ±0.23 


(3) 


SMAP29X- 


IRRIIRKIIHIIKK-NH2 fSEO ID 


25 


0.29 ± 0.04 


0.16 ±0.02 


(3) 


14C 


NO: 13 


175 


1.21 ±0.05 


0.67 ± 0.03 


(3) 


SMAP29X- 


IRRIIRKIIHIIKK fSEO ID 


25 


0.65 ± 0.06 


0.36 ± 0.03 


(3) 


14D 


NO: 14 


175 


7.11 ±2.40 


3.95 ± 1.34 


(3) 



2 

EC50S were measured in the luminescence assay, performed at 25 mM and 175 mM ionic 
strength. Data are average ± sem. 
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JTCp IlUC 


sequence 


ionic 




EC50 








Strcng 

th 


P. aeruginosa PAOl 








^^miVi ) 


Hg/ml ± sem 


|aM ± sem 


XT 




T O D TTD T/'TrLXTTX^ XTLTO /CTjPi rr\ 

LKJ<ilKJsJlJdlJJv-NrlZ (obU iU 


Zj 


0.27 ± 0.03 


0.16 ±0.02 


(3) 


1 1 A 


jNU. 1 J 


1 /j 


2.23 ± 0.41 


1.34 ±0.25 


(3) 




KJKliKJvllHliJ?Uv-NxiZ (obvj ID 


Zj 


0.22 ± 0.02 


0.13 ±0.01 


(3) 


1 lO 

13x5 


jN(j:1o 


1 

175 


1.51 ±0.09 


0.90 ± 0.06 


(3) 


oMArZyA- 




25 


0.31 ±0.01 


0.20 ±0.01 


(3) 


1 9 


MO- 1 7 


1 / J 


3.83 ± 0.22 


2.46 ±0.14 




SMAP29X- 


RRIIRKIfflII-NH2 fSEO ID 


25 


0.38 ± 0.04 


0.27 ± 0.03 


(3) 


llA 


NO:32) 


175 


4.92 ± 0.43 


3.44 ±0.30 


(3) 


SMAP29X- 


RIIRKIIHI1K-NH2 (SEO ID 


25 


0.46 ± 0.02 


0.33 ±0.01 


(3) 


IIB 


NO:33) 


175 


10.42 ±0.26 


7.43 ±0.19 


(3) 


SMAP29X- 


RIIRKIIHII-NH2 fSEO ID 


25 


0.51 ±0.00 


0.40 ±0.00 


(3) 


10 


NO:34) 


175 


18.67 ±0.97 


14.66 ± 0.77 


(3) 
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